Region AG1 (0-10 years) |AG2 (10-30 years) |AG3 (30-40years) |AG4 (40-50 years) |AG5 (50-60 years) |AG6 (60-above years) |References
American (AM) [NA NA NA NA NA NA 1
Danish (DA) NA NA NA 2
Spanish (ES) NA 2
French (FR) NA 3
Italian (IT) NA 3
Chinese (CH) NA 4
Indian (IN) 5
3

Japanese (JP)
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